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Pathfinder in Genomics Research

10F World Meridian Center

#60-24 Gasan-dong, Geumchun-gu

Seoul, Korea, 153-781
WGS Project Order Sheet

I. Customer information

	 Contact person
	
	Contact e-mail
	

	 PI or professor
	
	Institute
	

	 Telephone number.
	 
	Department
	 

	 Fax number.
	 
	Address
	 

	 Date of order
	 2011 .     .       .
	Due date
	

	 Purchase order  Number
	
	Accounting manager name
	

	 Accounting manager 

 E-mail
	
	Accounting manager

telephone number
	

	 Arrival date*
	
	Price*
	

	 Order number*
	
	Macrogen contact*
	


*Macrogen only

II. Genomic Service Information (WGS)

	Type

	BAC Library
	(
	X coverage
	End sequencing
	(
	    96 *        EA

	Fosmid (Cosmid) Library
	(
	X coverage
	Full sequencing
	(
	

	Shotgun Library
	(
	X coverage
	EST
	(
	EA

	cDNA Library
	(
	EA
	TA Cloning (sub-cloning)
	(
	EA

	DNA Extraction
	(
	Individual or 96 *     EA
	Primer walking
	(
	Kbp

	PCR & sequencing
	(
	EA
	Colony picking
	(
	96 *        EA

	Requested product

	Library  ligate
	(
	

	Library  DNA
	(
	

	Library  cell stock
	(
	Glycerol cell stock   ______ copy (extra charge)

	Sequencing file’s name

	Default
	(
	Sample name_plate#-ㅡwell# ㅡF/R.ab1 (ex. pK27_01-A01-F.ab1)

	Customized name*
	(
	


* ; Following Characters Not Applicable(/ , . \ # !)

III. Genomic Service Sample Information (WGS)

	Sample name
	

	Sample status
	DNA
	(
	Cell Stock
	(
	Tissue
	(

	
	Ligate
	(
	cDNA library(EST)
	(
	Etc. ; 
	(

	Sample type
	genomic DNA
	(
	BAC clone
	(
	Fosmid/Cosmid clone
	(

	
	plasmid
	(
	Total RNA
	(
	mRNA
	(

	Vector name
	

	DNA conc.(ng/ul)
	
	Purity(A260/A280)
	
	Total volume(ul)
	

	DNA size (Kb)
	

	Primer name

& sequences*
	Forward
	
	

	
	Reverse
	
	

	
	pmole/ul:                         Total volume:                     ul

	Electrophoresis
	


IV. Analysis

 Assemble ; Blast X (  ) , Blast N (  )
 Additional request ; 
V. Comment. 
VI. Storage (WGS)

	Sample type
	period

	Customer DNA 
	6 month

	Customer cell stock 
	6 month

	Customer Primer
	6 month

	Constructed Library (after construction)
	6 month

	Sequencing raw data
	1year


ⅥI. Sample Preparation guide
DNA / RNA Quality

a) DNA

- double-strand, non degraded, and containing no particulate matter
- purified by column or gel purification protocols
- A260/280 ratio of 1.8 or above
- In TE buffer or DW 
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b) RNA

- A260/230 ration of 2.0 or above


DNA / RNA / Tissue Quantity
	Requested Service
	Total Sample Quantity
	Starting Material

	BAC library
	Depending on the project.
	Tissue

	Fosmid/Cosmid library
	25~50ug, 300~500ng/ul
	DNA (gDNA)

	
	-
	Cell Stock

	Shotgun library
	15~20ug, 100~150ng/ul
	DNA (BAC/Fosmid/Cosmid/plasmid/gDNA/ PCR product)

	
	-
	Cell Stock

	cDNA library
	5ug or above
	mRNA

	
	1mg or above
	Total RNA

	
	10g or above
	Tissue

	Primer Walking
	8 μg 
(for an insert size of up to 4kb)
	Single Strand Sequencing: 1 μg/1 kb insert.

If insert size is longer than 4kb, clone is required in an agar stab, culture status.

	Cloning (Sub-cloning)
	~1ug, 50ng/uL
	DNA (gDNA, PCR product)




